
>gi|151108413|ref|NP_001092742.1| BTB/POZ domain-containing protein 9 isoform a [Homo sapiens]
MSNSHPLRPFTAVGEIDHVHILSEHIGALLIGEEYGDVTFVVEKKRFPAHRVILAARCQYFRALLYGGMR
ESQPEAEIPLQDTTAEAFTMLLKYIYTGRATLTDEKEEVLLDFLSLAHKYGFPELEDSTSEYLCTILNIQ
NVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLSSEGFLSLSKTALLNIVLRDSFAAPEKDIFLALLNWC
KHNSKENHAEIMQAVRLPLMSLTELLNVVRPSGLLSPDAILDAIKVRSESRDMDLNYRGMLIPEENIATM
KYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPIDDDCRSGIEIKLGQPSIINHIRILLWDRDSRSYSYF
IEVSMDELDWVRVIDHSQYLCRSWQKLYFPARVCRYIRIVGTHNTVNKIFHIVAFECMFTNKTFTLEKGL
IVPMENVATIADCASVIEGVSRSRNALLNGDTKNYDWDSGYTCHQLGSGAIVVQLAQPYMIGSIRLLLWD
CDDRSYSYYVEVSTNQQQWTMVADRTKVSCKSWQSVTFERQPASFIRIVGTHNTANEVFHCVHFECPEQQ
SSQKEENSEESGTGDTSLAGQQLDSHALRAPSGSSLPSSPGSNSRSPNRQHQ

>gi|332823960|ref|XP_003311323.1| PREDICTED: BTB/POZ domain-containing protein 9 isoform 1 [Pan
troglodytes]
MCRALLYGGMRESQPEAEIPLQDTTAEAFTMLLKYIYTGRATLTDEKEEVLLDFLSLAHKYGFPELEDST
SEYLCTILNIQNVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLSSEGFLSLSKTALLNIVLRDSFAAPE
KDIFLALLNWCKHNSKENHAEIMQAVRLPLMSLTELLNVVRPSGLLSPDAILDAIKVRSESRDMDLNYRG
MLIPEENIATMKYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPIDDDCRSGIEIKLGQPSIINHIRILL
WDRDSRSYSYFIEVSMDELDWVRVIDHSQYLCRSWQKLYFPARVCSGDGVSLWCPLWSRTPELKQSSLLG
LPKCRYIRIVGTHNTVNKIFHIVAFECMFTNKTFTLEKGLIVPMENVATIADCASVIEGVSRSRNALLNG
DTKNYDWDSGYTCHQLGSGAIVVQLAQPYMIGSIRLLLWDCDDRSYSYYVEVSTNQQQWTMVADRTKVSC
KSWQSVTFERQPASFIRIVGTHNTANEVFHCVHFECPEQQSSQKEENSEESGTGDTSLAGQQLDSHALRA
PSGSSLPSSPGSNSRSPNRQHQ

>gi|297290757|ref|XP_002803769.1| PREDICTED: BTB/POZ domain-containing protein 9 isoform 2 [Macaca
mulatta]
MCRALLYGGMRESQPEAEIPLQDTTAEAFTMLLKYIYTGRATLTDEKEEVLLDFLSLAHKYGFPELEDST
SEYLCTILNIQNVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLSSEGFLSLSKTALLNIVLRDSFAAPE
KDIFLALLNWCKHNSKENHAEIMQAVRLPLMSLTELLNVVRPSGLLSPDAILDAIKVRSESRDMDLNYRG
MLIPEENIATMKYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPIDDDCRSGIEIKLGQPSIINHVRILL
WDRDSRSYSYFIEVSMDELDWVRVIDHSQYLCRSWQKLYFPARVCSGDRVSRWCPLWSRTPELKQSSLFG
LPKCRYIRIVGTHNTVNKIFHIVAFECMFTNKTFTLEKGLIVPMENVATIADCASVIEGVSRSRNALLNG
DTKNYDWDSGYTCHQLGSGAIVVQLAQPYMIGSIRLLLWDCDDRSYSYYVEVSTNQQQWTMVADRTKVSC
KSWQSVSFERQPASFIRIVGTHNTANEVFHCVHFECPEQQSSQKEENSEESGTGDTSLAGQQLDSHALRA
PSGSSLPSSPGSNSRSPNRQHQ

>gi|345778723|ref|XP_538898.3| PREDICTED: BTB/POZ domain-containing protein 9 [Canis lupus familiaris]
MRESQPEAEIPLQDTTAEAFTMLLKYIYTGRATLTDEKEEVLLDFLSLAHKYGFPELEDSTSEYLCTILN
IQNVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLSSEGFLSLSKTALLNIVLRDSFAAPEKDIFLALLN
WCKHNSKENHAEIMQAVRLPLMSLTELLNVVRPSGLLSPDAILDAIKVRSESRDMDLNYRGMLIPEENIA
TMKYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPIDDDCRSGIEIKLGQPSIINHIRILLWDRDSRSYS
YFIEVSMDELDWIRVIDHSQYLCRSWQKLYFPARVCRYIRIVGTHNTVNKIFHIVAFECMFTNKTFTLEK
GLIVPMENVATIADCASVIEGVSRSRNALLNGDTKNYDWDSGYTCHQLGSGAIVVQLAQPYMIGSIRLLL
WDCDDRSYSYYVEVSTNQQQWTMVADRTKVSCKSWQSVTFERQPASFIRIVGTHNTANEVFHCVHFECPE
QQSSHKEDSSEESGPGEPGPGPQLDPHALQAPSGSSLPSSPGSASRSPNRQHQ

>gi|190360739|ref|NP_001121970.1| BTB/POZ domain-containing protein 9 [Bos taurus]
MSNSHPLRPFTAVGEIDHVHILSEHIGALLIGEEYGDVTFVVEKKRFPAHRVILAARCQYFRALLYGGMR
ESQPEAEIPLEDTTAEAFTMLLKYIYTGRATLTDEKEEVLLDFLSLAHKYGFPELEDSTSEYLCTILNIQ



NVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLSSEGFLSLSKTALLNIVLRDSFAAPEKDIFLALLNWC
KHNSNENHAEIMQAVRLPLMSLTELLNVVRPSGLLSPDAILDAIKVRSESRDMDLNYRGMLIPEENIATM
KYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPIDDDCRSGIEIKLGQPSIINHIRILLWDRDSRSYSYF
IEVSMDELDWIRVIDHSQYLCRSWQKLYFPARVCRYIRIVGTHNTVNKIFHIVAFECMFTNKTFTLEKGL
IVPMENVATIADCASVIEGVSRSRNALLNGDTKNYDWDSSYTCHQLGSGAIVVQLAQPYMIGSIRLLLWD
CDDRSYSYYVEVSTNQQQWTMVADRTKVSCKSWQSVTFERRPASFIRIVGTHNTANEVFHCVHFECPEQQ
SAQKDSSDEPGTGGASAAGQQLDPHALQAPSGSSLPSSPGSNSRSPNRQHQ

>gi|27819604|ref|NP_766206.1| BTB/POZ domain-containing protein 9 [Mus musculus]
MSNSHPLRPFTAVGEIDHVHILSEHIGALLIGEEYGDVTFVVEKKHFPAHRVILAARCQYFRALLYGGMR
ESQPEAEIPLQDTTAEAFTMLLRYIYTGRATLTDEKEEVLLDFLSLAHKYGFPELEDSTSEYLCTILNIQ
NVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLASDGFLSLSKTALLNIVLRDSFAAPEKDIFLALLNWC
KHNAKENHAEIMQAVRLPLMSLTELLNVVRPSGLLSPDAILDAIKVRSESRDMDLNYRGMLIPEENIATM
KYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPIDDDCRSGIEIKLGQPSIINHIRLLLWDRDSRSYSYF
IEVSMDELDWIRVIDHSHYLCRSWQKLYFPARVCRYIRIVGTHNTVNKIFHIVAFECMFTNKAFTLEKGL
IVPLENVATIADCASVIEGVSRSRNALLNGDTKNYDWDSGYTCHQLGSGAIVVQLAQPYIIGSIRLLLWD
CDDRSYSYYVEVSTNQQQWTMVADRTKVSCKSWQSVTFERQPASFIRIVGTHNTANEVFHCVHFECPEQQ
SNQKEDSSEEPGTGDPSTPNQQLDPHAPRAPSASSLPPSPGPNSRSPNQQNQ

>gi|61556863|ref|NP_001013091.1| BTB/POZ domain-containing protein 9 [Rattus norvegicus]
MSNSHPLRPFTAVGEIDHVHILSEHIGALLIGEEYGDVTFVVEKKRFPAHRVILAARCQYFRALLYGGMR
ESQPEAEIPLQDTTAEAFTMLLRYIYTGRATLTDEKEEVLLDFLSLAHKYGFPELEDSTSEYLCTILNIQ
NVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLASDGFLSLSKTALLNIVLRDSFAAPEKDIFLALLNWC
KHNAKENHAEIMQAVRLPLMSLTELLNVVRPSGLLSPDAILDAIKVRSESRDMDLNYRGMLIPEENIATM
KYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPIDDDCRSGIEIKLGQPSIINHIRLLLWDRDSRSYSYF
IEVSMDELDWIRVIDHSHYLCRSWQKLYFPARVCRYIRIVGTHNTVNKIFHIVAFECMFTNKAFTLEKGL
IAPMENVATIADCASVIEGVSRSRNALLNGDTKNYDWDSGYTCHQLGSGAIVVQLAQPYMIGSIRLLLWD
CDDRSYSYYVEVSTNQQQWTMVADRTKVSCKSWQSVTFERQPASFIRIVGTHNTANEVFHCVHFECPEQQ
STQKEDSSEEPGTGDLSTPSQQLDPHAPRAPSASSLPPSPGPNLHSPNQQNQ

>gi|56605918|ref|NP_001008459.1| BTB/POZ domain-containing protein 9 [Gallus gallus]
MAKNPNFQEVGHLPTGYIHCRPSESFTGYQYHHPSKMSNSHPLRPYTAVGEIDHVHILSEHIGALMNGEE
YSDVTFIVEKKRFPAHRVILAARCHYFRALLYGGMRESQPEAEIPLQDTTAEAFTMLMKYIYTGRATLRD
EKEEVLLDFLSLAHKYGFPELEDSTSEYLCTILNIQNVCMTFDVASLYSLPKLTCMCCMFMDRNAQEVLS
SEGFLSLSKAALLSIVLRDSFAAPEKDIFQALMNWCKHNPKENHAEIMQAVRLPLMSLTELLNVVRPSGL
LSPDAILDAIKIRSESRDMDLNYRGMLIPGENIATMKYGAQVVKGELKSALLDGDTQNYDLDHGFSRHPI
DDDCRSGIEIKLGQPSIINHIRILLWDRDSRSYSYYIEVSMDELDWIRVIDHSKYLCRSWQNLYFPARVC
RYIRIVGTHNTVNKVFHIVAFECMFTNKTFALEKGLIVPTENVATIADCASVIEGVSRSRNALLNGDTKN
YDWDSGYTCHQLGSGAIVVQLAQPYMIGSIRLLLWDCDDRSYSYYIEVSTNQQQWTMVADRTKVSCKSWQ
TITFDKQPASFIRIVGTQNTANEVFHCVHFECPAQSGTHKDEGCKEVATTEVGTGEQQLVSRPVRAASTS
SLHSPPGSTLRSHAHQP

>gi|50345054|ref|NP_001002198.1| BTB/POZ domain-containing protein 9 [Danio rerio]
MSDSHPLRPMNSASEIDHLHLLSEQLGALVPGEEYSDVTFVVEEKRFPAHRVILAARCQYFRALLYGGLR
ESRAQAEVRLEETRAEAFSMLLRYLYTGRATLSEAREETLLDFLGLAHRYGLQPLEVSICEFLRTLLSTR
NVCLVFDVASLYCLNGLAEACMAYMDRNAVEVLKSDGFLTLSKSALLTVVRRDSFASSEREIFQALCHWC
HHNGDGPEAKEVMSAVRLPLMTLSEMLNVVRPSGLLSPDDLLDAIQTRSESRDMDLNYRGMLIPEENIAT
MKHGAVVVKGELKSALLDGDTQNYDLDHGFSRHPIEEEGRAAGIQVRLGQPSIVNHIRLLLWDKDSRSYS
YYVEVSMDELDWVRVVDHSKFLCRSWQQLYFPARVCRFIRVVGTHNTVNKVFHLVALECMYTLRPFTLEK



GLLVPTENVATVQACASVVEGVSRSRNALLNGDTSHYDWDSGYTCHQLGSGAIVIQLAQPYMLGSMRLLL
WDCDERSYSYYVELSTNQQNWVKIVDRTKDECRSWQTLTFDRQPASFIRIVGTHNTANEVFHCVHFECPA
QMDTVVKEGSPGPDQPKPETSSQNSYSQSLMAQKPSSSSSHT

>gi|18859799|ref|NP_572649.1| BTB (POZ) domain containing 9 ortholog, isoform A [Drosophila melanogaster]
MSSQGHHKMSGGGKKGAMEQDYTDVVDLGDRFSADMARLCMNEQYADVEFIVEEERIPAHRVILAARSEY
FRALLYGGMAETTQRQIPLEVPLEAFKVLLRYIYSGTLLLSTLDEDSTIDVLGMANQYGFQDLEMAISNY
LRQYLALDNVCMILDAARLYNLEELTEVCLMFMDRNAGDLLLHNSFNTLSKESLEEVLRRDCFFAPEVQI
FLAVWKWSRFNSNVDFKSVVSYVRLPLMNLEHLLQVVRPSGILDPDKILDAIDERSTSKALPYRAALWPE
ENVAAETFLSRCIQGECRDALLDGDVTTYDMENGYTRHCITDSKDAGIVVELGTFCMINHIRMLLWDRDS
RAYSYYVEVSGDQQHWDRVVDYSDYHCRSWQYLYFEARPVRFIRLVGTQNTVNRVFHVVGLEAMHTAKVP
RLVNHFVAPKTNVATVEMSAIVTDGVSRTRNALINGDYVRYDWDSGYTCHQLGSGEIVVRLGQPYYLGSM
RLLLWDCDDRTYSFYIEISTNRKEWQMVVDRRNDRTRSWQNFHFTPRPVVYIRIVGTRNTANEIFHCVHL
ECPTQDKNYLKKIADMEKEREKREKEKKTAKTDDDNIASTSGSSLASGHAESPSTSSSSSQSVLRSIHWP
PQTREVAVAPLTPPALSPPGTPALPAPLTPATSSPHNNHEQNQPSNISADASHHTSPSSRSNPSPSLSRS
RSQSAELEPVPPLVELDTRETL

>gi|158286953|ref|XP_309029.4| AGAP006714-PA [Anopheles gambiae str. PEST]
MSSQSSGMAGSQHTSSALARNHEIELTARFSEQMAQLCMSADYSDVTFIVEGQRIPAHRVILAARSEYFR
ALLYGGLQETKQHEITLNIPLMAFRCLLKYIYSGSMSLMQMKEEHLLDTLGLANQYGFADLEMAISDYLR
QVLSLGNVCAILDAARLFALDGLTAVCHSFMDRNAADILQHESFRHLSLDSLCSLLLRDSFFAREVEIFQ
AVFDWCRCNADTVPNVDVVVGKVRFELMSLEELLTVVRPSGILDPDRLLDAIGEKISSKQLPYRPEENVA
TPKFNSRTIHGELRSALLDGDTVSYDMEKGYTRHSISETGDSSGIIVELGKLFIINHIKVLLWDRDTRSY
SYYVEVSVNQRNWERIVDHTKYYCRSWQYLYFPAQAVRYIRLVGTHNTVNKVFHVVALEAMFTESTTPVV
DGILQPAYNVATVERSANVMEGVSRTRNVLLNGDVKNYDWDSGYTCHQIGTGVILIQLGQPYWIDSLRLL
LWDCDNRSYSFYIEVSANMTDWEVVVDKQSDHLKSWQHFAFQPKVVVYIRIVGTHNTANEMFHCVHFECP
SQEPEFLRRERAIPIEASGEESAEESVVDEAPLRQESVTD

>gi|17557648|ref|NP_504839.1| Protein HPO-9 [Caenorhabditis elegans]
MSDNHAFGRPIQEDGRGIVETMRTESAAISNNFNAVNSVNKSVVQHLDELSQSFDEIFTSTDHSDVTLVL
DDGTEFAAHRLILAVRSSFFRAMLYTGFQESHQQLVTLQETNSVAFRAVLRYMYTSKIDFAGVELDILLE
YLSLAHRYDLIQLMTAISEYFKEILKNENLCSIFNAAYFFQFTDLIDYCMQYSDKHADQLLEDPSFNRLS
GDSLKELLARDSFFALELKIFNAVRSWHQNNPTMKEASKVLLELVRLPLITQTELLNCVRPTGLVSADTL
LDAIEVQTQRPHEIPFRGCKSLDTNIIPHYPHAQPLSRELSSRYTNDENISVFQIDLGKPFIINTIMMDF
NWKNEVQAFTYQVHVSMDNRVDAHWNLVADYSEYDCRGTQRLFFTDSVVRHILIRVNNSMSCKLEGSRIE
AMFSTETMPVEPVHKVIVPHRNITTIENHARVVEGVSRCRNALINGDSSSYDWDTGYTCHQIGSGLIMIQ
LAQPYIISSMRILLWNCDDRFYSYYVAVSKNQDEWVTIVDRTNEECHGWQELIFDPLPVVYIRLVGTRNS
INEVFHVVHLEAPSNVPIAIK


